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O1 diebveig Ta0EIg aTNV dlaTPOP) 0dNYyoUV 0AOEVa KAl TIEPITTOTEPOUG KATAVAAWTEG TTIOW OTNV
katavéAwan Tapadoaiakwy TPoidviwy. Tautdxpova n Blounxavia Tpo@iuwy emenTei TOV
QKPIBA XOPAKTNPIOUO TwV TPOQINWY auTwWV T600 Yia Tnv emdntoluevn BeATioTotoinan g
TTOPAYWYAS TOUG GO0 KAl yIa TNV KATAYPAQE TNG AETITOPEPOUG €IKOVASG TOUG YIO OKOTTOUG
d100QaAiong ToI6TNTAG Kal KAAUTEPNG TTPowlnang Toug. H Trapouca epyacia avalntei v
HIKpoBiokn  WIkpoxAwpida Tou KuTrpiakoUu Tpaxava €101 WOTE VA XOPOKTNPIOTER e
EMOTNHOVIKY akpifela n digpyaaia d¢uvang Tou YAAOKTOG TTOU XApaKTNPidel To €BVIKG auto
TPOI6V. Tautdypova Yiveral Pia TTPOKATAPKTIKA TTpoaTraBeia diepelvnang TNG acQAAEIOS Tou
Tpoi6vTog  €geTaloviag Tnv Ummapgn Taboydvwy HIKPOOPYAVIOUWY. ZTa amoteAéguaTa
mapoucialovral 6Aha Ta €idn (tpia €idn (upwv, Galactomyces geotrichum, Kluyveromyces
lactis, Trichosporon asahii kai €TTa €idn Pakmnpiwv, Leuconostoc mesenteroides, Hafnia
spp., Enterococcus faecalis/ faecium, Lactococcus lactis, Burkholderia spp., Klebsiella spp.,
Escherichia col)) kai o1 TANBuGUOi TWV UIKPOOPYQVIOUWY KaI Yiveral GUYKPION Twv
HIKpOOpYQVIOUWY — TTou  TautoToinBnkav e amoteAéopata GMwv  peAeTwv  TTou

Tpaydarotroinenkav ae AAAa €idn Tpayava.
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International trends in nutrition are leading more and more consumers back to the consumption
of traditional products due to their health benefits. Meanwhile, the food industry is seeking an
accurate characterization of these foods in order to optimize production and specifically
document all production details for quality assurance purposes. Last but no least the producers
will use all data to better promote these products. This research project explores the microbial
microflora of Cyprus trahana in order to precisely describe the acidification of milk through its
natively induced fermentation. At the same time it is a preliminary attempt to investigate the
safety of the product examining the presence of pathogenic microorganisms in the final dried
product. Microbial populations were recorded from fresh raw milk to the point of boiling
immediately after the addition of broken wheat seeds. We identified three yeast isolates,
Galactomyces geotrichum, Kluyveromyces lactis, Trichosporon asahii and seven species of
bacteria, Leuconostoc mesenteroides, Hafnia spp., Enterococcus faecalis | faecium,
Lactococcus lactis, Burkholderia spp., Klebsiella spp., Escherichia coli. Finally, we compare
and discuss the microorganisms identified in other similar studies in similar dairy fermented

products.



