AVIYVEVGT KO TOVTOTOINGT HIKPOOPYUVICUOV OO TO GVGTINO. SLAVOUNS TOGLHOV

vEPOU TNG AEREGOV KL 0T EPPLOAOPEVA VEPQ

To ocvotua dtavopng Tov TOGLHOV VEPOL €VuVoel TV avamTuén kot emPimon ToAAOV
HKPOOPYOVIGU®OV ToBoYOVmV Kol U AOY® TOV OPYOVIKOV Kol ovOpYoveVv Opemtikdv
OLGL®V OV VILAPYOLV G€ oVTO. Ol LIKPOOPYAVIGUOL UTOPOVV VO LTAPYOLY Eite GTNV
eAe00EPN TOVG HOPOY| EITE LE TNV HOPOT] CLCCOUATOUATMOV SNUIOVPYDOVTAG T AEYOUEVA
Boeiip. M PBaocwkn avnovyio eivor av to vepd TOL ETAVEL OTO OWITIOL oG €lval
OTOAAOYHEVO OO UIKPOOPYOVIGLOVG KOL YEVIKOTEPO OV £fval ACPOAES Yol TNV VYEiD TOV
katovolmty. [V ovtd, Bo mpémer vo mpaypatomolohvtol GuYVEG aVAAVGELS Yo TNV
ToPOaKOA0VONGN NG VYIEWVNS TOV TOGILOL VEPOD, Ot oToleg Ba mpEmet var etvan Tayeleg Kot
a&omotes. o Tovg 6KOTOVG TG TOPOVCAG LEAETNG 1] AVAAVOT TOV OEYUATOV TOGULOL
vepol €ytve pe ombnon pe pepPpdveg (Membrane Filtration) ocdueova pe tig ISO
pebdoovg ka v odnyia 98/83/EK g Evponaikng Evaong. v cvvéyeia akoAovbnce
HOPOKT TOWTOTOINGT T®V WKPOOPYOUVIGU®Y YPNOLUOTOIOVTAG TNV oAAnAovyio 16S
rDNA tov yovidiov. Ta amoteréopata, £deiav Ott amd ta 24 delypata (N=24) tov
OGOV vEPOL ToL avaAvOnkav ta 21 MTov poAvouéva amd €vo M TEPLGGATEPOLS
HIKPOOPYAVIGHOVS OV avnkav ota Yévn Pseudomonas, Enterococcus, Acinetobacter,
Bacillus, Aeromonas, Staphylococcus, Corynebacterium xou Delftia. Anod to detypota
eUPLOAOUEVOL vepoL Tov e€etdotnkav (N=18) amopovobnkav pikpoopyavicpol Omwg
Acinetobacter johnsonii, Pseudomonas putida ko Pseudomonas fluorescens. 61000,
O\ ta. detypota TOG0 amd TO GUOTNUO OlVOUNG VEPOD OGO KOl OO TO. EUPLOIAMUEVOL
vepd Ntav amailaypévo ond to E.coli. H mpdoPacn oe kabopd kot acporéc vepd ivar
dkoimpo OAmv Kot yU avtd Bo TPETEL VO TPOYLOTOTOLOVVTOL TEPICCOTEPES AVAAVGELS
Yo TV TO10TNTA TOV OGOV VEPOD TOL KATAVOADVOLUE KAONUEPIVA Y10 TNV amoPLYN

mOovdv LOAOVGEDV.



Detection and molecular identification of microorganisms from the Limassol

Drinking Water Distribution System and from bottled water samples

Microorganisms can survive and multiply in a Drinking Water Distribution System
(DWDS) due to the presence of organic and inorganic nutrients and can be detected in
plactonic form or in multilayer biofilms. This can result to contaminated water reaching
the consumers’ taps despite disinfection at treatment points. During this study, samples
were taken from households at different locations in the grater area of Limassol and also
from bottled water available in the market. All samples were microbiologically tested
following the ISO methods according to the directive 98/83/EC of the European Union.
From a total of 24 samples from the DWDS, 21 (87,5%) were contaminated with one or
more microorganisms belonging to the genera of Pseudomonas, Enterococcus,
Acinetobacter, Bacillus, Aeromonas, Staphylococcus, Corynebacterium and Delftia.
Following the analysis of the 18 different samples of bottled water 6 (33%), were
contaminated with the 16S rDNA molecular identification revealing the presence of at
least one of Acinetobacter johnsonii, Pseudomonas putida and Pseudomonas fluorescens.
However, all samples tested both from the DWDS and bottled water, were free from E.
coli. Access to safe and clean water is a fundamental human right and further research
should focus on the quality of water in an attempt to prevent and reduce the prevalence of

waterborne diseases.



