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NepiAndin:

YTOXO0G QUTAC TNG MEAETNG NTAV N HOPLOKA TOUTOTOINCN EMIGUTIKWY (UUWV OUIEAOU KoL OTN
OUVEXELO N afLOAOYNON TOUG WE AVTAYWVIOTIKOL TIAPAYOVTEG KATA TWV MUKATWY TOU YEVOUG
Aspergillus &Bpolopa Nigri. Apxkd, amopovwOnkav emidpuTIKEG TUMEG Ao TLG TIOLKIALEG
MapaBeUtiko kat Cabernet Sauvignon amoé 4 meploxég tng opewng Agpecol Kolldvt, Aylog
ApPpodolog, Maxva kot ApoogG. ITN CUVEXELA OL OTIOUOVWOELG LEAETAONKAV UE HLOAKPOOKOTILKES
KOl LLKPOOKOTILKEG LEBOSOUG. AKOAOUBWG £yLve amopdvwon Tou yevwulkou DNA twv {upwv, To
omoio xpnotwuomolibnke oe avtdpdoelg evioxuong kot aAAnAouvxiong tng D2 meploxng tng
pueyaAng umopovadag (LSU) tou yovidiou tou pitBoowptkol RNA kot avaluon cAAnAoOUXLWVY HE
10 Aoylwoptkd MicroSeq® ID Analysis Software omou €ywve oUykplon aAANAOUXLWV ME TNV
BBALoOAKN MicroSeq® Fungal Gene library kat xprion tou aiyoplBpou BLAST yla Tn oUykpLon
oAnAouxlwv He TNV Taykooula Pdaon Sedopévwv tou NCBI. Adou tautomoubnkav ot
OTIOUOVWOELG KOl avayvwplotnkav og mola (6n LUUWV avhKouv £Ywe in vitro afloAdynon Twv
UMWV WG TTPOC TNV LKOWVOTNTA TOUG VO TtapeUModi{ouv TNV avamtuén Twv palpwv aomepyilwy.
Mo Tov KOO auTO mpaypatonolnonkav SUo SLadopeTIKA MELPAUOTO. ITO TIPWTO TElpapA
€ywve SUTAN KaAALEpyeta {OUNG — PUKNTA o€ TPBALa e Kat@AANAO BpeMTIKO UTIOCTPW O OTIOU
napatnenénke n aAAnAemnidpaacr) Toug (oXNUATIOUOG {WVNG MOPEUMOSLONG OTO LETWTTO EMAPNS
Twv U0 ULKPOOPYOVIOUWY). Me BAon Ta amoteAféopata auTd emAéynkav (UUEC OL OTOLlEC
napatnenénke ott eunodllav TNV avamtuén Tou MpUKNTO PE TNV Snuuoupyla  Twvng
TIAPEUTOSIONG OVAUECO OE QUTEG Kal Tov pUKNTa. AkoAoUBwg ta Selypoata autd
xpnotpomnowifnkav oe Sokipeg maboyévelag oe payeg otadpuAllol oto gpyactriplo. OL payeg
eupantiotnkav otig {UPEG Kol 0 PUKNTAC €UBOALACTNKE TIAVW OTL( PAYEG Ot pia omr Tou
SnuioupynBnke aonmIka He BeAova. Katd tn SLAPKELX TOU TIELPAUATOG EYLVAV TIOPATNPNOELS
yla TNV avamtuén tou puknta Kal kataypadnke n SLAPETPOG Tou taboyovou MAvw OTLG PAYEC.
AMO OUTA TN OSPA TWV TELPOUATWY ETAEYNKAV OUVOAIKA 2 {UUEC TIOU Ttapouciacov To
HEYOAUTEPO MOCOOTO MAPEUTIOSIONG TOU HUKNTA yla va EhappocTouV Kot va aflohoynBouv oe
TELPAUATIKOUG opmeAwveg. Ot TUMEG mou emA£ynkav avikav oto €idog Aureobasidium
pullulans. Ou TOpeg autég KABwC Kol 3 YEWPYLKA Hukntoktova (Geoxe, Chorus, Switch)
PEKAOTNKAV OE QUMEAWVEG TIOU QTOTEAOUVTAV OO TLC OLVOTIOLACLUES TTOLKIALEG MapaBeUTiko
kol Cabernet sauvignon. Ta amoOTEALOUATA TWV TMELPAUATWY OTOV aypo £6&t€av mwg ot (UUEC
Tmou edpoappooTnKav Sev Helwoov TNV gUdAvVIon TWV HOUPWY ACTIEPYIAWV OTIG PAYEG TWV



otaduALwv adol n cuxvoTnNTa EMPOAUVONG UE TOUG MUKNTEG Sev SLEdEPE ONUAVTLKA Ao To
dUTA pHApTUpPEC.

Title: “Molecular characterization of phyllosphere grapevine yeasts and evaluation of their
antagonistic activity against Aspergillus Section Nigri”

Abstract:

The aim of this study was the molecular identification of phyllosphere grapevine yeasts and
their evaluation as biological agents against Aspergillus section Nigri. Initially, grapevine yeasts
were isolated from the grape varieties Maratheftiko and Cabernet Sauvignon from 4 regions of
Limassol* Koilani, Agios Ambrosios, Pachna and Arsos. The yeast isolates were studied
macroscopically and microscopically. Genomic DNA was isolated from each yeast sample and
used for the amplification and sequencing of the D2 region of the nuclear large-subunit (LSU)
ribosomal RNA gene. The DNA sequence of the gene for each isolate was then determined
through the process of capillary electrophoresis on an Applied Biosystems genetic analyzer. The
sequences were compared to a MicroSeq® Fungal Gene library that contains D2 sequence
entries from more than 1000 validated species, using MicroSeq® ID Analysis software.
Moreover, the sequences obtained were compared to the database of NCBI using the BLAST
algorithm. After the molecular identification of the yeasts the isolates were evaluated in vitro as
biological agents against black Aspergilli. For this purpose, two different sets of experiments
were performed. All of the yeast isolates were screened for in vitro antagonism against A.
tubingensis by the dual culture technique on Petri dishes containing Yeat Malt Agar medium.
The antagonistic effects were recorded by measuring the percentage inhibition of the radial
growth of A. tubingensis, and the width of any inhibition growth. The yeasts that were able to
inhibit the growth of the pathogen were selected for the following experiments. A collection of
34 yeast isolates was used for the evaluation of their antagonistic activity against A. tubingensis
in a detached berry test. Berries from bunches of Red Globe variety were immersed in a
suspension of the selected yeast isolates and 24 hours later, a calibrated wound was made with
a sterile needle on each berry. The wound was spot-inoculated with a conidial suspension of A.
tubingensis. The percentage of fungal growth inhibition was determined for each yeast isolate.
The activity of the two most efficient yeast isolates in the laboratory screening experiments
(Aureobasidium pullulans) was compared to the activity of the commercial fungicides Geoxe
(fludioxonil 50%), Chorus (cyprodinil 50%) and Switch (cyprodinil 37.5% and fludioxonil 25%)
under field conditions in two different wine-producing regions of Limassol (Pachna,
Maratheftiko vineyard” Agios Amvrosios, Cabernet sauvignon vineyard). The results showed
that the yeasts that were applied in the fields did not reduce infection of grape berries with
black Aspergilli since the frequency of the infected berries was not significantly different
compared to the control plants.



